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Circular RNA hsa_circ_0117530 promotes cervical cancer cell growth
and metastasis through the miR-874/ZEB1 axis
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Abstract

Objective: To investigate the mechanisms underlying the promotion of cervical cancer develop-
ment by circular RNA hsa_circ_0117530. Methods: Immunohistochemistry was used to detect the ex-
pression of ZEB2 in cervical cancer tissues. The circBase and circInteractome databases were used to
analyze and screen out the circular RNA hsa_circ_0117530. Then, knockdown and overexpression of
hsa_circ_0117530 were performed, and the proliferative activity of cervical cancer cells was assessed
using the CCK-8 assay. In addition, the CircInteractome database was utilized to predict potential
miRNAs that could interact with hsa_circ_0117530, and the StarBase database was utilized to predict
the downstream target genes of miR-874 in cervical cancer cells. Luciferase reporter gene experiments
were used for verification, and its downstream targets were further analyzed. Results: ZEB2 was sig-

nificantly upregulated in cervical cancer tissues. The circular RNA hsa_circ_0117530 was identified as
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originating from the ZEB2 gene, and its expression exhibited a significant upregulation in cervical can-

cer tissues. Further analysis revealed that knockdown of hsa_circ_0117530 inhibited the growth, pro-

liferation, and migration of cervical cancer cell lines, while overexpression had the opposite effect. Lu-

ciferase reporter assays confirmed the interaction between hsa_circ_0117530 and miR-874, with miR-

874 directly targeting the ZEB1 gene. Conclusion: The hsa_circ_0117530 promotes the biological

functions of cervical cancer cells by regulating the miR-874/ZEB1 axis.
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